INTRODUCTION

23
are used to wrap glutinous rice [Wu et al., 2006] , those of broad-leaved species (e.g. Sasa species) are 48 cut during the first 5 weeks, cleaned, dried, roasted and used for bamboo tea. For ages bamboo tea 49 has been considered a delicious and healthy drink in the bamboo countries and is now spreading to 50 other regions (e.g. Europe). It contains neither theine nor caffeine and is rich in protein, calcium, iron, 
56
According to Subhuti Dharmananda (http://www.itmonline.org/arts/bamboo.htm, Hsu et al. [1986] , Zhen
57
[1995]) the most frequently used leaves in Chinese herbal medicine are collected from the grass bamboo 58 (Lophatherum gracile). It is also mentioned that the leaf of the black bamboo (Phyllostachys nigra) 59 and of the grass bamboo is often confused both in China and the West [Jiao, 2003] . Taxonomically,   60 there are 1'641 bamboo species, 120 genera and 3 tribes [Soreng et al., 2015] making up the subfamily 61 Bambusoideae (Poaceae). In appearance bamboos are either "woody" (lignified) or herbaceous. The first 62 group can be divided into two distinct lineages -the temperate (Arundinarieae) and tropical (Bambuseae)
63
"woody" bamboos. Nested between the "woody" tribes are the herbaceous bamboos (Olyreae). Strictly 64 speaking, the earlier mentioned grass bamboo (Lophatherum gracile) is not a bamboo. Instead it belongs 65 to another Poaceae subfamily (Panicoideae), which also harbours members from the genus Cymbopogon
66
(lemongrass), another common herbal tea ingredient.
67
Identification of Herbal Product Components
68
The classic approach to identify herbal product components is based on described anatomical features of Macrogen Europe (Netherlands).
138
Evaluation of Sequence Data: Sequencing results were assembled using a perl script. Raw data was of product samples were used in a BLAST analysis to approximate taxonomic identity.
142
Phylogenetic Diagnostics
143
To assess the diagnostic power of the used marker regions in a phylogenetic framework, we combined (10 replicates). The evolutionary history inferred by using the ML method was based on substitution 156 models in combination with evolutionary rate differences among sites that had the lowest BIC (Bayesian primer was determined using primer3 [Untergasser et al., 2007 [Untergasser et al., , 2012 with default settings.
182
The diagnostic primers were evaluated in a multiplex PCR with the universal primer-pair (rbcLa).
183
For each diagnostic primer a separate set of 10 µL PCR reactions containing 6.5 µL nuclease free water
184
(Lonza, Biozym Scientific GmbH), 1-fold Thermopol Buffer (NEB), 1 mg / ml bovine serum albumin, hardy, monopodial species (Arundinarieae, Figure 1E ) and is hidden from the unaided eye by tissue in 211 sympodial bamboos whose leaves are often more tough and leathery (Bambuseae, Figure 1F ).
212
Evaluating the leaf samples taken from herbal tea products, tesselation was observed in samples P5 -P8
213
(e.g. Figure 1C and D). While leaf fragments with tesselation always were fragments in longitudinal and (represented by Cymbopogon and Lophaterum) when using rbcLb data.
304
Support for the genus of particular interest (Dianthus, >= 72 %) as well as the corresponding family
305
(Caryophyllaceae, 100 %) and outgroup (Silene, >= 64 %) are consistent and strong with rare low points, i.e. using matK data with ML (Silene) and using rbcLb data with ML (Dianthus). 
